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e-scider: A tool to retrieve, prioritize and analyze the articles from PubMed
database, to Data Mining and Knowledge Discovery

BiAnaCA: freely accessible pharmacoinformatics tool for data analysis of end-
point biochemical assay

MSubCellProt: Predicting multiple protein subcellular localization using machine
learning approaches

SubCellProt: Predicting protein subcellular localization using machine learning
approaches

TBIndia: Directory of R&D capabilities in the field of tuberculosis.
LeishBase: Leishmania major structural database.
ProIntPred: Protein-protein interaction prediction

GenMAPP database for fission yeast. A custom Gene Database and MAPP
Archives for saccharomyces pombe have been created through collaboration
with J. David Gladstone Institutes, at the University of California, San
Francisco.

Label composition of all the formulations manufactured in India and their market
value.

Pharmaceutical Education & Practicing Pharmacist Information System.
Software for predicting blood brain barrier permeability.

Central Animal Facility Management System (CAFMS).
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Emerging Trends in the Diagnosis and Experimental Chemotherapy of
Tuberculosis. NIPER, S.A.S. Nagar, India; 2009.
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Aher Y and Garg P (2007). Artificial Neural Networks: Application to QSAR of
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for Drugs Acting on Angiotensin Il Receptor. Workshop on
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Agrawal A, Garg P: QSAR modeling of biological activity of HIV-1 inhibitors
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Garg P. (2005). Artificial Neural Network in Drug Discovery. IPSI - 2005
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Research Guidance

Ph.D. students guided — 2 (completed); 4 (continuing)

M.S. (Pharm.) students guided — 31 (completed); 16 (continuing)

Projects
S.N.[Title Funding
Agency
1. |In silico prediction of blood brain barrier permeability using DeitY, GOI
artificial intelligence.
2. |Insilico prediction of subcellular localization using artificial DeitY, GOI
intelligence.
3. |Directory of R&D capabilities in the field of Tuberculosis. NSTMIS,
DST, GOI
4. |Development of an in silico model for prediction of the HIV-1|DBT, GOI
integrase inhibitory activity and biological evaluation of the
predicted molecules.
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S.N.[Title Funding
Agency
5. |Practicing Pharmacists Information System NSTMIS,
DST, GOI.
6. |Development and Upgradation of Formulation Database NPPA, GOI
Impact of TRIPS on Pharmaceutical Prices. MoHFW,
GOl
8. |Development of packing norms NPPA, GOI




