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Databases/Software Developed

1. ProIntPred: Protein-protein interaction prediction

2. MSubCellProt: Predicting multiple protein subcellular localization using machine
learning approaches

3.  SubCellProt: Predicting protein subcellular localization using machine learning
approaches

4.  Label composition of all the formulations manufactured in India and their market value.
5. LeishBase: Leishmania major structural database.

6. GenMAPP database for fission yeast. A custom Gene Database and MAPP Archives
for saccharomyces pombe have been created through collaboration with J. David
Gladstone Institutes, at the University of California, San Francisco.

7. Pharmaceutical Education & Practicing Pharmacist Information System.
8. Directory of R&D capabilities in the field of tuberculosis.
9.  Software for predicting blood brain barrier permeability.

10. Central Animal Facility Management System (CAFMS).
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Funding Title Amount Role

agency (Rs.)

DIT In silico prediction of subcellular localization 20,15,000/- | PI

DST Directory of R&D capabilities in the field of Tuberculosis | 19,91,512/- | PI

DBT Development of in silico model for prediction of the HIV- | 20,74,400/- | Co-

1 integrase inhibitory activity and biological evaluation PI
of the predicted molecules

DST Pharmaceutical Education and practicing pharmacist | 13,72,074/- | Co-

information system PI

NPPA Development of packing norms Co-

Pl

NPPA Label composition of all the formulations manufactured PI

in India and their market value and updation of
database




